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5 <110> APPLICANT^ MIZE, ET AL 

8 <120> TITLE OF INVENTION: NOVEL INTERLEUKIN- 1 HY2 MATERIALS AND METHODS 

11 <130> FILE REFERENCE: 28110/36858A 

14 <140> CURRENT APPLICATION NUMBER: US 10/003, 671A 

C--> 15 <141> CURRENT FILING DATE? 2002-03-22 

17 <150> PRIOR APPLICATION NUMBER: US 60/245,346 

18 <151> PRIOR FILING DATE: 2000-11-02 
20 <160> NUMBER OF SEQ ID NOS : 26 

23 <170> SOFTWARE: Patentln version 3.1 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 998 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Homo sapiens 

31 <220> FEATURE: 

32 <221> NAME/KEY: CDS 

33 <222> LOCATION: (54).. (512) 

34 <223> OTHER INFORMATION: 

36 <400> SEQUENCE: 1 

37 ggttccagga actcaggatc tgcagtgagg accagacacc actgattgca gga atg 56 
3 8 Met 

39 1 



41 


tgt 


tec 


etc 


ccc 


atg 


gca 


aga 


tac 


tac 


ata 


att 


aaa 


tat 


gca 


gac 


cag 


104 


42 


Cys 


Ser 


Leu 


Pro 


Met 


Ala 


Arg 


Tyr 


Tyr 


He 


He 


Lys 


Tyr 


Ala 


Asp 


Gin 




43 








5 










10 










15 








45 


aag 


get 


eta 


tac 


aca 


aga 


gat 


ggc 


cag 


ctg 


ctg 


gtg 


gga 


gat 


cct 


gtt 


152 


46 


Lys 


Ala 


Leu 


Tyr 


Thr 


Arg 


Asp 


Gly 


Gin 


Leu 


Leu 


val 


Gly 


Asp 


Pro 


Val 




47 






20 










25 










30 










49 


gca 


gac 


aac 


tgc 


tgt 


gca 


gag 


aag 


ate 


tgc 


aca 


ctt 


cct 


aac 


aga 


ggc 


200 


50 


Ala 


Asp 


Asn 


Cys 


Cys 


Ala 


Glu 


Lys 


He 


Cys 


Thr 


Leu 


Pro 


Asn 


Arg 


Gly 




51 




35 






• 




40 










45 












53 


ttg 


gac 


cgc 


acc 


aag 


gtc 


ccc 


att 


ttc 


ctg 


ggg 


ate 


cag 


gga 


ggg 


age 


248 


54 


Leu 


Asp 


Arg 


Thr 


Lys 


Val 


Pro 


He 


Phe 


Leu 


Gly 


He 


Gin 


Gly 


Gly 


Ser 




55 


50 










55 










60 










65 




57 


cgc 


tgc 


ctg 


gca 


tgt 


gtg 


gag 


aca 


gaa 


gag 


ggg 


cct 


tec 


eta 


cag 


ctg 


296 


58 


Arg 


Cys 


Leu 


Ala 


Cys 


Val 


Glu 


Thr 


Glu 


Glu 


Gly 


Pro 


Ser 


Leu 


Gin 


Leu 




59 










70 










75 










80 






61 


gag 


gat 


gtg 


aac 


att "gag 


gaa 


ctg 


tac 


aaa 


ggt 


ggt 


gaa 


gag 


gec 


aca 


344 


62 


Glu 


Asp 


Val 


Asn 


He 


Glu 


Glu 


Leu 


Tyr 


Lys 


Gly 


Gly 


Glu 


Glu 


Ala 


Thr 




63 








85 










90 










95 








65 


cgc 


ttc 


acc 


ttc 


ttc 


cag 


age 


age 


tea 


ggc 


tec 


gec 


ttc 


agg 


ctt 


gag 


392 


66 


Arg 


Phe 


Thr 


Phe 


Phe 


Gin 


Ser 


Ser 


Ser 


Gly 


Ser 


Ala 


Phe 


Arg 


Leu 


Glu 




67 






100 










105 










110 










69 


get 


get 


gec 


tgg 


cct 


ggc 


tgg 


ttc 


ctg 


tgt 


ggc 


ccg 


gca 


gag 


ccc 


cag 


440 
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70 Ala Ala Ala Trp Pro Gly Trp Phe Leu Cys Gly Pro Ala Glu Pro Gin 

71 115 120 125 

73 cag cca gta cag etc acc aag gag agt gag ccc tea gec egt acc aag 488 

74 Gin Pro Val Gin Leu Thr Lys Glu Ser Glu Pro Ser Ala Arg Thr Lys 

75 130 135 140 145 

77 ttt tac ttt gaa cag age tgg tag ggagacagga aactgcgttt tagccttgtg 542 

78 Phe Tyr Phe Glu Gin Ser Trp 

79 150 

81 cccccaaacc aagctcatcc tgctcagggt ctatggtagg cagaataatg tcccccgaaa 602 
83 tatgtccaca tcctaatccc aagatctgtg catatgttac catacatgtc caaagaggtt 662 
85 ttgcaaatgt gattatgtta aggatcttga aatgaggaga caatcctggg ttatccttgt 722 
87 gggctcagtt taatcacaag aaggaggcag gaagggagag tcagagagag aatggaagat 782 
89 accatgcttc taattttgaa gatggagtga ggggccttga gecaacatat gcaggtgttt 842 
91 ttagaaggag gaaaagccaa gggaaeggat tctcctctat agtctccgga aggaacacag 902 
93 ctcttgacac atggatttca gctcagtgac acccatttca gacttctgac ctccacaact 962 
95 ataaaataat aaacttgtgt tattgtaaac ctctgg 998 

98 <210> SEQ ID NO: 2 

99 <211> LENGTH: 152 

100 <212> TYPE: PRT 

101 <213> ORGANISM: Homo sapiens 
103 <400> SEQUENCE: 2 

105 Met Cys Ser Leu Pro Met Ala Arg Tyr Tyr lie lie Lys Tyr Ala Asp 

106 15 10 15 

109 Gin Lys Ala Leu Tyr Thr Arg Asp Gly Gin Leu Leu Val Gly Asp Pro 

110 20 25 30 

113 Val Ala Asp Asn Cys Cys Ala Glu Lys lie Cys Thr Leu Pro Asn Arg 

114 35 40 45 

117 Gly Leu Asp Arg Thr Lys Val Pro lie Phe Leu Gly lie Gin Gly Gly 

118 50 55 60 

121 Ser Arg Cys Leu Ala Cys Val Glu Thr Glu Glu Gly Pro Ser Leu Gin 

122 65 70 75 80 

125 Leu Glu Asp Val Asn lie Glu Glu Leu Tyr Lys Gly Gly Glu Glu Ala 

126 85 90 95 

129 Thr Arg Phe Thr Phe Phe Gin Ser Ser. Ser Gly Ser Ala Phe Arg Leu 

130 100 s 105 110 

133 Glu Ala Ala Ala Trp Pro Gly Trp Phe Leu Cys Gly Pro Ala Glu Pro 

134 115 120 125 

137 Gin Gin Pro Val Gin Leu Thr Lys Glu Ser Glu Pro Ser Ala Arg Thr 

138 130 135 140 

141 Lys Phe Tyr Phe Glu Gin Ser Trp 

142 145 150 

145 <210> SEQ ID NO: 3 

146 <211> LENGTH: 998 

147 <212> TYPE: DNA 

148 <213> ORGANISM: Homo sapiens 

150 <220> FEATURE: 

151 <221> NAME/KEY: CDS 

152 <222> LOCATION: (3). -(512) 

153 <223> OTHER INFORMATION: 
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ID J 


<400> SEQUENCE: 


3 


























IjD 


gg ' 


ttc cag 


gaa etc agg ate tgc agt gag gac cag aca cca 


ctg att 


47 


ID/ 


Phe Gin i 


Glu Leu Arg : 


Ele Cys Ser Glu Asp Gin Thr Pro : 


Leu He 




1 

Ijo 




1 
i> 






5 








10 








15 




1 £A 




aaa 


a 1" cr 


tat 


tec 


etc 


ccc 

V-<" W 


ata 


aca 

V-* 


aaa 


tac 


tac 


ata 


att 


aaa 


tat 




lOl 


Ala 


Glv 


Met 


Cvs 

\^ Jr o 


Car 

OCX 


TiPU 

JJCU 


Pro 


Met 

1 1^» w 


Ala 


Ara 

rvx y 


Tvr 

X Jr X 


Tvr 


He 


lie 


LVS 

u y kj 


Tvr 

x jrx 




JL Oz 










20 

X \J 










25 










30 






1 C A 

JLo4 




Cf pi c> 


L-Ciy 


a a cr 


act 


eta 




a pa 

U Va» U 


aaa 


aat 


aac 
y y v - 


pao 


eta 


eta 


ata 

y ^*y 


aaa 

y y 




lb D 


Ala 




Gin 

V? J. 11 




Ala 
Ala 


T , An 
ucu 


Tvr 


Thr 


Ara 

xx J- \4 


A qcj 


Glv 


Gin 

\j j» *a 


Leu 


Leu 


Val 

V U X 


Glv 




lbb 


















40 










45 








ICQ 

loo 


yaU 






y a. 


oac 


aac 

V* l«t Vh^ 




tat 


y 


aaa 


aaa 

w& m ^4 


ate 


tac 


aca 

(A Xw* U 


ctt 


cct 


1 Q1 


ICO 


Ren 




Val 


Ala 

n _l. u 


Ben 


Asn 
i* >j ii 


Cvs 


Cvs 


Ala 

n \a 


Glu 

\J «X. \A 


Lvs 


He 


Cvs 


Thr 


Leu 


Pro 




17U 






50 










55 










60 










1 72 


?\ r* 

Q. d 


a era 


yy - 


u'_y 


era p 


na.n 

" o ~ 


u \~ \~ 


P 3 (T 


rr+" r« 

y — 


ccc 


att 


ttc 

* — » — * — ' 


eta 


aaa 


ate 


eacr 


7 "3 O 


J. / J 


A<;n 

n 11 


Ara 

ClX 


Glv 


Leu 


Aon 


Brrr 


Thr 


Lvs 


Val 


Pro 


He 

x x v^- 


Phe 


Leu 


Gly 


He 


Gin 

44 




1 7/1 
1/4 




u -J 










70 










75 












1/0 




yyy 


a crp 
ay ^ 


oy o 


tac 


eta 




tat 


at a 

y u y 


aaa 


aca 


aaa 


aaa 
y a y 


aaa 
yyy 


cct 


tec 


z o / 


17 7 
1 / / 


Glv 


Glv 


Ser 


Ara 


Cvs 


Leu 

Vp— 


Ala 


Cvs 


Val 


Glu 

u 


Thr 


Glu 


Glu 


Gly 


Pro 


Ser 




1 7 Q 
I/O 


80 










85 










90 










95 




loU 


p+" a 

^ L.CL 


pa cr 


p1~a 

^^y 


aa a 
y «y 


gat 


gtg 


aac 

w 


att 


aaa 


gaa 


ctg 


tac 


aaa 


ggt 


ggt 


gaa 


j j _/ 


1 ftl 
lOl 


Leu 


Gin 


Leu 


Glu 


Asp 


Val 


Asn 


He 


Glu 


Glu 


Leu 


Tyr 


Lys 


Gly 


Gly 


Glu 




1 PO 










100 










105 










110 






1 Q A 

lo4 


gag 


gcc 


aca 


cgc 


ttc 


acc 


ttc 


ttc 


cag 


age 


age 


tea 


ggc 


tec 


gcc 


ttc 


-J O *J 


10 D 


Glu 


Ala 


Thr 


Arg 


Phe 


Thr 


Phe 


Phe 


Gin 


Ser 


Ser 


Ser 


Gly 


Ser 


Ala 


Phe 




10 0 








115 










120 










125 








1 ftp. 
-LOO 


agg 


ctt 


gag 


get 


get 


gcc 


tgg 


cct 


ggc 


tgg 


ttc 


ctg 


tgt 


ggc 


ccg 


gca 


431 


1 fiQ 


Arg 


Leu 


Glu 


Ala 


Ala 


Ala 


Trp 


Pro 


Gly 


Trp 


Phe 


Leu 


Cys 


Gly 


Pro 


Ala 




i on 






130 










135 










140 










1 Q7 

j.y z 


gag 


ccc 


cag 


cag 


cca 


gta 


cag 


etc 


acc 


aag 


gag 


agt 


gag 


ccc 


tea 


gcc 


479 


1 Q 7 


Glu 


Pro 


Gin 


Gin 


Pro 


Val 


Gin 


Leu 


Thr 


Lys 


Glu 


Ser 


Glu 


Pro 


Ser 


Ala 




1 O A 

iy 4 




145 










150 










155 












iy o 


cgt 


acc 


aag 


ttt 


tac 


ttt 


gaa 


cag 


age 


tgg 


tag 


ggagacagga 


aactgcgttt 


j j a 


1 07 

iy / 


Arg 


Thr 


Lys 


Phe 


Tyr 


Phe 


Glu 


Gin 


Ser 


Trp 
















1 Oft 

iy o 


160 










165 
























z u u 


tagccttgtg 


cccccaaacc aagctcatcc 


: tgctcagggt 


ctatggtagg 


cagaataatg 


592 


z U z 


tcccccgaaa 


tatgtccaca tcctaatccc 


: aagatctgtg 


catatgttac 


catacatgtc 


652 


zU4 


caaagaggtt ttgcaaatgt gattatgtta 


i aggatcttga 


aatgaggaga 


caatcctggg 


71 ? 
/ xz 


206 


ttatccttgt 


gggctcagtt taatcacaag 


f aaggaggcag 


gaagggagag 


tcagagagag 


/ / Z 


208 


aatggaagat 


accatgcttc taattttgaa 


i gatggagtga 


ggggccttga 


gecaacatat 


832 


210 


gcaggtgttt 


ttagaaggag gaaaagccaa 


i gggaaeggat 


tctcctctat 


agtctccgga 


892 


212 


aggaacacag 


ctcttgacac atggatttca 


i gctcagtgac 


acccatttca 


gacttctgac 


952 


214 


ctccacaact 


ataaaataat aaacttgtgt 


. tattgtaaac 


ctctgg 








998 


217 


<210> SEQ ID NO 


: 4 


























218 


<211> LENGTH: 169 


























219 


<212> TYPE: 


PRT 
























* 




220 


<213> ORGANISM: 


Homo sapiens 




















222 


<400> SEQUENCE: 


4 


























223 


Phe 


Gin 


Glu 


Leu 


Arg 


He 


Cys 


Ser 


Glu 


Asp 


Gin 


Thr 


Pro 


Leu 


He 


Ala 




224 


1 








5 










10 










15 
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997 

1 


Gly Met 


Cys 


Ser 




P to 


Met 


Ala 


Arg 


Tyr 


Tyr 


He 


He 


Lys 


Tyr Ala 


£t (J 






20 










25 










30 






Asp Gin 


Lys 


Ala 


UC Li 


1 i i 


X 11X 


n J- y 


Asp Gly Gin 


Leu 


Leu Val Gly Asp 


J *j 




35 










40 










45 






9 ^ S 

Z J J 


Pro Val 


Ala 


Asp 


A QT1 
noli 






Ala 


Glu 


Lvs 


He 


Cys 


Thr 


Leu 


Pro Asn 


zoo 


50 




















60 








9 


Arg Gly Leu Asp 


rvx y 


T Vi T* 
X 11X 


T,VC 
Jjjr o 


Va 1 

Vul 


Pro 


lie 


Phe 


Leu 


Gly 


He Gin Gly 


940 


65 








70 










75 








80 


9 A ^ 

Z *i O 


Gly Ser 


Arg 


Cys 


LlCU 


Ala 


fvc 
v_» _y o 


Va 1 
vox 


Glu 


Thr 


Glu 


Glu 


Gly 


Pro 


Ser Leu 


944 

Z *i *i 








ft s 










90 










95 


947 


Gin Leu 


Glu 


Asp 


Val 


AO 11 


Tip 


Glu 

VJ1U 


Glu 


Leu 


Tyr 


Lys 


Gly Gly Glu Glu 


94 ft 

Z *s O 






100 










105 










110 




9S1 


Ala Thr 


Arg 


Phe 


Thr 


Phe 


Phe 


Gin 


Ser 


Rpr 

U V J- 


Ser Gly 


Ser 


Ala 


Phe Arg 


952 

Zi J Z 




115 










120 










125 






9SS 
z j j 


Leu Glu 


Ala 


Ala 


Ala 


Trp 


Pro 


Gly 


Trn 

XXV/ 


Phe 


Leu 


Cys 


Gly 


Pro 


Ala Glu 


9 Rfi 


130 










135 










140 








9 5Q 

Z ^ 7 


Pro Gin 


Gin 


Pro 


Val 


Gin 


Leu 


Thr 


Lvs 

XJJ o 


Glu 

\J J- *uA. 


Ser 


Glu 


Pro 


Ser 


Ala Arg 


z u w 


145 








150 










155 








160 


963 

X U J 


Thr Lys 


Phe 


Tyr 


Phe 


Glu 


Gin 


Ser 


Trn 
xxp 














9fi4 








165 






















967 


<210> SEQ ID NO: 


5 






















96ft 
zoo 


<211> LENGTH: 155 






















96Q 


<212> TYPE: 


PRT 
























970 

z / \J 


<213> ORGANISM: 


Homo sapiens 
















979 
z / z 


<400> SEQUENCE: 


5 






















973 
z / J 


Met Val 


Leu 


Ser 


Gly 


Ala 


Leu 


Cys 


Phe 


Arg 


Met 


Lys 


Asp 


Ser 


Ala Leu 


01 A 


1 






5 










10 










15 


Oil 


Lys Val 


Leu 


Tyr 


Leu 


His 


Asn 


Asn 


Gin 


Leu 


Leu 


Ala 


Gly Gly Leu His 


97ft 
z / o 






20 










25 










30 




9ft1 

ZOl 


Ala Gly 


Lys 


Val 


lie 


Lys 


Gly 


Glu 


Glu 


He 


Ser 


Val 


Val 


Pro 


Asn Arg 


9ft9 
z o z 




35 










40 










45 






9ft5 
zoo 


Trp Leu 


Asp 


Ala 


Ser 


Leu 


Ser 


Pro 


Val 


He 


Leu 


Gly Val 


Gin 


Gly Gly 


9R6 


50 










55 










60 








9ftQ 

Z O -/ 


Ser Gin 


Cys 


Leu 


Ser 


Cys 


Gly 


Val 


Gly Gin Glu 


Pro 


Thr 


Leu 


Thr Leu 


9Q0 


65 








70 










75 








80 


Z -7 J 


Glu Pro 


Val 


Asn 


He 


Met 


Glu 


Leu 


Tyr 


Leu Gly Ala 


Lys 


Glu 


Ser Lys 


9Q4 








85 










90 










95 


TOT 


Ser Phe 


Thr 


Phe 


Tyr 


Arg 


Arg 


Asp 


Met Gly Leu Thr Ser 


Ser 


Phe Glu 


298 






100 










105 










110 




301 


Ser Ala 


Ala 


Tyr 


Pro 


Gly 


Trp 


Phe 


Leu 


Cys 


Thr 


Val 


Pro 


Glu 


Ala Asp 


302 




115 










120 










125 






305 


Gin Pro 


Val 


Arg 


Leu 


Thr 


Gin 


Leu 


Pro Glu Asn Gly Gly Trp Asn Ala 


306 


130 










135 










140 








309 


Pro lie 


Thr 


Asp 


Phe 


Tyr 


Phe 


Gin 


Gin 


Cys 


Asp 










310 


145 








150 










155 










313 


<210> SEQ ID NO: 


6 






















314 


<211> LENGTH: 178 






















315 


<212> TYPE: 


PRT 
























316 


<213> ORGANISM: 


Rattus rattus 
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318 

<*j _i_ \j 


<400> SEQUENCE: 


6 
























319 

■J JL J 


Met 


Glu 


He 


Cys 


Arcr 


Glv 


Pro 


Tvr 


Ser 


His 
ia j- 


Leu 

Uw IX 


He 


Ser 


Leu 


Leu 


Leu 


320 

•J £i \J 


1 








5 










10 










15 




323 
•j £i *j 


lie 


Leu 


Leu 


Phe 


Arcr 


Ser 


Glu 

V_J -1~ \JL 


Ser 


Ala 

rk x tx 


Glv 


His 


Pro 


Ala 


Gly Lys Arg 


324 








20 










25 










30 






^27 


Pro 


Cvs 


Lvs 


Met 

M, M. ^bp** Saw 


O -L. 11 


Al a 


Php 

XT 11C 


A TCT 
n x m 


He 

X. c 


Ttd 


A <?n 


THt 

X 1XX 


Aqn 

f^<0 XI 


Gin 

mmm li 


Lys 


Thr 








35 










40 










45 








331 

J J X 


Phe 


Tvr 


Leu 


Aro 


A O 11 


£i O 11 


Gin 

VJ _I_ 11 


TiPll 

UC CI 


He 

xxc 


Ala 

n -i_ ex 


Glv 
uxy 


T VT 


Lpii 

XJC- tx 


Gin 

\J -mmm* mhM 


Gly Pro 


J o z 




50 










•j -j 










60 










J J J 


Asn 


Thr 


LVS 


Leu 


oiu 




ij jr o 


Tip 




nc l> 


Va 1 

V u X 




Tip 
xxc 


Asp 


Phe 


Arg 


J JO 


65 










70 










75 










80 


3 3Q 


Asn 


Val 


Phe 


Leu 




Hp 


Hi«5 


Glv 


Glv 


xj jr O 


TiPti 




TiPii 

XJC LX 


Ser 


Cys 


Val 


340 










85 










90 










95 




343 

J *T J 


Lys 


Ser 


Gly 


Asp 


A 


Thr 

X ilX 


XJ Jf o 




Gin 

VJ X IX 


Lpu 

JJs^ IX 


Glu 

\J X u 


Glu 

\J X u 


Val 

T VX X 


Asn 


He 


Thr 


344 
<j *• ■» 








100 










105 

X V/ <-/ 










110 






347 


Asp 


Leu 


Asn 


Lys 


Asn 


xjjr 0 


Glu 

\J X LX 


Glu 

YJ X U 


A<?D 


TiV^ 

XJJr *^ 


Atct 


Phe 


Thr 


Phe 


He 


Arg 


34 fl 

J 4 U 






115 










120 

X A V 










125 








351 


Ser 


Glu 


Thr 


Gly 


Pro 


Thr 


Thr 


Ser 


Phe 


Glu 


Ser 


Leu 

Mm* \m** VA 


Ala 


Cvs 


Pro Gly 


352 
-j -j ^ 




130 










135 










140 










355 
■j —t ~j 


Trp 


Phe 


Leu 


Cys 


Thr 


Thr 


Leu 


Glu 

VJ 1*4 


Ala 

xk 1*4 
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Pro 


Val 


Ser 


Leu 


TVit 

X XXX 


356 
•j \j 
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150 










155 










160 


359 

-J -J 17 


Asn 


Thr 


Pro 


Lys 


Glu 


Pro 


Cys 


Thr* 

X 11X 


Val 

TUX 


Th t 

X 1XX 


XJjr O 


Phe 


Tvr 


Phe 


Gin 


Glu 


360 

J u u 
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<210> SEQ ID NO: 


7 
























^6 ft 
J u o 


<211> LENGTH: 177 
























36Q 


<212> TYPE: 


PRT 
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<213> ORGANISM: 


Sus 


scrofa 
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<400> SEQUENCE: 


7 
























17 A 

Of** 


Met 


Glu 


Val 


Ser 


Arg 


Tyr 


Leu 


Cys 


Ser 


Tyr 


Leu 


He 


Ser 


Phe 


Leu 


Leu 


375 


1 








5 










10 










15 




37R 


Phe 


Leu 


Phe 


His 


Ser 


Glu 


Thr 


Ala 


Cys 


His 


Pro 


Leu 


Gly 


Lys 


Arg 


Pro 


379 








20 










25 










30 






3ft*? 


Cys 


Arg 


Met 


Gin 


Ala 


Phe 


Arg 


He 


Trp Asp Val Asn Gin 


Lys 


Thr 


Phe 


383 

*J U ~J 






35 










40 










45 








386 


Tyr 


Leu 


Arg 


Asn 


Asn 


Gin 


Leu 


Val 


Ala 


Gly 


Tyr 


Leu 


Gin 


Gly 


Pro 


Asn 


387 




50 










55 










60 










jy u 


Thr 


Lys 


Leu 


Glu 


Glu 


Lys 


He Asp 


Val 


Val 


Pro 


Val 


Glu 


Pro 


His 


Phe 


391 


65 










70 










75 










80 


394 


Val 


Phe 


Leu 


Gly 


He 


His 


Gly Gly 


Lys 


Leu 


Cys 


Leu 


Ser 


Cys 


Val 


Lys 


395 










85 










90 










95 




398 


Ser 


Gly 


Asp 


Glu 


Met 


Lys 


Leu 


Gin 


Leu 


Asp 


Ala 


Val 


Asn 


He 


Thr 


Asp 


399 








100 










105 










110 






402 


Leu 


Arg 


Lys 


Asn 


Ser 


Glu 


Gin 


Asp 


Lys 


Arg 


Phe 


Thr 


Phe 


He 


Arg 


Ser 


403 






115 










120 










125 








406 


Asp 


Ser 


Gly 


Pro 


Thr 


Thr 


Ser 


Phe 


Glu 


Ser 


Ala 


Ala 


Cys 


Pro Gly 


Trp 


407 
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140 










410 


Phe 


Leu 


Cys 


Thr 


Ala 


Leu 


Glu 


Ala 


Asp 


Gin 


Pro 


Val 


Gly 


Leu 


Thr 


Asn 


411 


145 










150 
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